
Scale
CM002916:

Gap

RepeatMasker

1 kb DsimGB2

270,500 271,000 271,500 272,000 272,500
Gap Locations

BLAT Alignments of NCBI RefSeq Genes

Spaln Alignment of D. melanogaster Proteins

GeMoMa Gene Predictions

Geneid Gene Predictions

Augustus Gene Predictions

modENCODE RNA-Seq from Adult Females

modENCODE RNA-Seq from Adult Males

Repeating Elements by RepeatMasker

XM_016180640

Rad23-PA
Rad23-PC

Rad23-PB
CaMKI-PI

FBTR0089122_R0

mRNA_geneid-CM002916_4

CM002916.g8.t1

Adult Females
1802 _

1 _

Adult Males
1107 _

1 _


