GENSCAN predicted genesin sequence contig2

\ \ \ o o \ o N N N .| kb
0.0 3.0 6.0 9.0 12.0 15.0 18.0 21.0 24.0 27.0 30.0
e vt b v N ol e N N I B .| kb
30.0 33.0 36.0 39.0 42.0 45.0 48.0 51.0 54.0 57.0 60.0

4 K al

A

e vt b v N ol e N kb
60.0 63.0 66.0 69.0 72.0 75.0 78.0 81.0

Key: , Initial . Internal - Terminal - Single-exon

€xon €xon €xon

gene

. Optimal exon

D Suboptimal exon



