GENSCAN predicted genesin sequence contig25

2
| L I L Ll A P B R IR IV I [
0.0 2.0 4.0 6.0 8.0 10.0 12.0 14.0 16.0 18.0 20.0
4l | NI | 0 [
Hul il Hinm.
I el L L L Ll L A N | 3
20.0 22,0 24.0 26.0 28.0 30.0 32,0 34.0 36.0 38.0 40.0
Il IN K al K
o b
T I I B Ll Ll el kb
40.0 42.0 44.0 46.0 48.0 50.0
1 . il
N . . [ Optimal exon
Key: mws  moy oo oo

D Suboptimal exon



