GENSCAN predicted genesin sequence contig22

)

L R R R R R R R R ol T kb

0.0 20.0 40.0 60.0 80.0 100.0 120.0 140.0 160.0 180.0 200.0
{ 4 <« | [ (
| ) ) | 4

Ly - - - - R R R R ol T kb

200.0 220.0 240.0 260.0 280.0 300.0 320.0 340.0 360.0 380.0 400.0
b

(I N - N - N - N R kb
400.0 420.0 440.0 460.0 480.0 50

K . Optimal exon

. Initial Internal Terminal Single-exon
€y , exon . exon - exon - gene

D Suboptimal exon



