Scale scaffold_14822: Gap

RepeatMasker

2 kb DgriCAF1 698,000 698,500 699,000 699,500 700,000 700,500 701,000 701,500 702,000 702,500 703,000 Gap Locations

BLAT Alignments of NCBI RefSeq Genes

Spaln Alignment of D. melanogaster Proteins

GeMoMa Gene Predictions

Geneid Gene Predictions

Augustus Gene Predictions

RNA-Seq from Adult Females

RNA-Seq from Adult Males

Repeating Elements by RepeatMasker

XM_001996517 XM_032741938 XM_032741948 XM_043215847 XM_032741947 XM_032741942 XM_032741941 XM_032741940 XM_032741939 XM_032741943 XM_032741946

Rad23-PB Rad23-PA Rad23-PC

FBTR0089122_R0

mRNA_geneid-scaffold_14822_48

scaffold_14822.g205.t1

Adult Females

373 _ 1 _ Adult Males

408 _ 1 _